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2.3 Membrane wetting of small scale device

1. Introduction
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2.4 Product binding
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Effect of pressure pause on MVM retention Pressure pause during processing did not effect MVM virus

Optimal conditions: retention.
Sartobin® Q: low conductivity (610 mS/cm) and neutral pH 20 minute pressure pause

Sartobind STfCno or low concentration of multivalent buffers, >10 mS/cm conductivity, neutral pH 7 * Sartobind”pico (0.08 mL)
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- 1% purified spike
= » pool: 4.74 LRV (lvp)
z ° 1% non-purified virus prep
-l

2 + pool: 1.32 LRV 5. Conclusion

1 Robust parvo virus removal can be achieved using Saftobémabrane adsorbers. Membrane adsorbers, like Saftcdninioe loaded to
high capacities at high flow rates, and offer consistent performance in an easy to use disposable format. For optimal virus removal, certain
0 considerations need to be taken into account: buffer conditions, product, air removal from filter and product binding.
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